In the title compound, C 14 H 15 Br 2 NO 2 , the dihedral angle between the mean plane passing through the bromohexyl chain and the 5-bromoindoline ring system (r.m.s. deviation = 0.044Å ) is 70.0 (3) . In the crystal, molecules are connected by C-HÁ Á ÁO hydrogen bonds, generating zigzag chains propagating along [010]. The packing is also influenced by inter-chaininteractions which form layers parallel to the ab plane [centroid-centroid distances = 3.765 (2) Å ].
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Structure description
Isatin derivatives have a wide range of biological properties and show pharmacological activity against bacteria and fungi (Pandeya et al., 2005; Vine et al., 2007) . The most demanding prospect of research surrounding isatin derivatives has evolved in the context of their antifungal and antiviral activities (Aboul-Fadl et al., 2010) . The significance of isatin derivatives has even been extended to the design of novel anticancer drugs (Rodríuez-Argü elles et al., 2004) , and recently, a number of isatin-based compounds have been reported to be inhibitors of caspase-3 and caspase-7 (Chu et al., 2007) . As part of a continuing study on halogenated isatins (Kharbach et al., 2016a , Kharbach et al., 2016b , the structures of N-substituted derivatives of isatin have been reported using 1,3-dibromopropane (Qachchachi et al., 2016) . Herein, we report the crystal structure of 5-bromo-1-(6-bromohexyl)indoline-2,3-dione, obtained using 1,6-dibromohexane as an alkylating agent as part of our work to develop new 5-bromoisatin derivatives.
In the title compound ( Fig. 1) , the dihedral angle between the mean plane passing through the bromohexyl chain and the 5-bromo-indoline ring system (r.m.s. deviation: 0.044 Å is 70.0 (3) . In the crystal, molecules are connected by C-HÁ Á ÁO hydrogen bonds (Table 1) 
Synthesis and crystallization
To a solution of 5-bromoisatin (0.4 g, 1.76 mmol) and 1,6-dibromohexane (0,31 ml, 1.95 mmol) in DMF (25 ml), was added tetra-n-butylammonium bromide (0.1 g, 0.4 mmol) and potassium carbonate (0.6 g, 4.4 mmol). The reaction mixture was stirred for 48 h. After filtering, the solution was evaporated in reduced pressure. The title compound was obtained in 84% yield and recrystallized from ethanol solution to afford orange crystals (m.p. 355 K).
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . Table 1 Hydrogen-bond geometry (Å , ).
Symmetry codes: (i) Àx; y þ 1 2 ; Àz þ 3 2 ; (ii) Àx þ 1; y þ 1 2 ; Àz þ 3 2 .
Figure 2
The crystal structure of the title compound, viewed along the c axis, showing zigzag chains parallel to the b axis linked by C-HÁ Á ÁO hydrogen bonds (dashed lines). Computer programs: APEX2 and SAINT (Bruker, 2009) , SHELXT (Sheldrick, 2015) , SHELXL2014 (Sheldrick, 2015) , PLATON (Spek, 2009 ) and publCIF (Westrip, 2010) .
Figure 1
The molecular structure of the title molecule, showing the atomnumbering scheme. Displacement ellipsoids are drawn at the 30% probability level. Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (5) 
